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KCNQ5 cDNA coding sequence 
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gtgagtcaag tggctccaga ggcagccaag atttttaccc 2480 

caaatggagg gaatccaaat tgtttataac tgatgaagag 252 0 

gtgggtcccg aagagacaga gacagacact tttgatgccg 2560 

caccgcagcc tgccagggaa gctgcctttg catcagactc 2600 

tctaaggact ggaaggtcac gatcatctca gagcatttgt 2 64 0 

aaggcaggag aaagtacaga tgccctcagc ttgcctcatg 2 68 0 

tcaaactgaa ataa 2694 
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KCNQ5 Protein Sequence 

MKDVESGRGR VLLNSAAARG DGLLLLGTRA ATLGGGGGGL 4 0 

RESRRGKQGA RMSLLGKPLS YTSSQSCRRN VKYRRVQNYL 8 0 

YNVLERPRGW AFIYHAFVFL LVFGCLILSV FSTIPEHTKL 12 0 

ASSCLLILEF VMIWFGLEF IIRIWSAGCC CRYRGWQGRL 160 

RFARKPFCVI DTIVLIASIA WSAKTQGNI FATSALRSLR 2 00 

FLQILRMVRM DRRGGTWKLL GSWYAHSKE LITAWYIGFL 24 0 

J VLIFSSFLVY L VE KDANKE F STYADALWWG TITLTTIGYG 280 

£0 

m DKTPLTWLGR LLSAGFALLG ISFFALPAGI LGSGFALKVQ 32 0 

CJ EQHRQKHFEK RRNPAANL I Q CVWRSYAADE KSVSIATWKP 3 60 

P HLKALHTCSP TKKEQGEASS SQKLSFKERV RMASPRGQSI 400 

KSRQASVGDR RSPSTDITAE GSPTKVQKSW SFNDRTRFRP 440 

j2 SLRLKSSQPK PVI DAD TALG TDDVYDEKGC QCDVSVEDLT 4 80 

p PPLKTVIRAI RIMKFHVAKR KFKETLRPYD VKDVIEQYSA 52 0 

GHLDMLCRIK SLQTRVDQIL GKGQ I TSDKK SREKI TAEHE 560 

TTDDLSMLGR WKVEKQVQS IESKLDCLLD IYQQVLRKGS 600 

ASALALASFQ IPPFECEQTS DYQSPVDSKD LSGSAQNSGC 64 0 

LSRSTSANIS RGLQF I LTPM EFSAQTFYAL SPTMHSQATQ 680 

VPISQSDGSA VAATNT I ANQ INTAPKPAAP TTLQIPPPLP 72 0 

AIKHLPRPET LHPNPAGLQE SISDVTTCLV ASKENVQVAQ 760 

SNLTKDRSMR KSFDMGGETL LSVCPMVPKD LGKSLSVQNL 8 00 

IRSTEELNIQ LSGSESSGSR GSQDFYPKWR ESKLFITDEE 84 0 
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VGPEETETDT FDAAPQPARE AAFASDSLRT GRSRSSQSIC 880 
KAGESTDALS LPHVKLK 8 97 



FIG. 3 



Alternative Splice Exon 1 



TGG GGA CAG TGG ACA TTG CGT 
Trp Gly Gin Trp Thr Leu Arg 
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3' UTR 
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ttgtgattgg actggtttct ctgcaatggc gccaacccca 840 

ggcttgccaa tactgcctat gtaaagggca agtgtgagaa 880 

gctattctca tttcgctgac atacaggtag gactatgggg 92 0 

gatgggacat ttgagtggga ctgagatagg aaaggcttga 960 

aaagaaccca gaaacaccac caggaagttg gcaaagtaaa 10 0 0 

agaaaatgac ttccccctca aagggcaatg agagggagag 104 0 

aaacaaacca aaatagaaga actagacttt ttagaaaatg 108 0 

agtattgcta 1090 
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Multiple Sequence Alignment of the KCNQ Channel Family Members 

hskcnq4 MAEAPPRRLfflLGPPPGDAPRAE . LVALTAVQSEQj 

hskcnq5 — MKDVESGR . gRVLLNSAAARGDGLLLLGTRAATL {§ 

hskcnq2 MVQKSRNg . GVYPG . . PSGEKKLKVGFVGLDPi 

hskcnq3 MGLKARRAAGAAGGGGDGGGGGGGAANPAG^AAAAGDEERK^GIAPGDVEQVTLj 

hskcnqi maaassppraerkrw^grlpgarrgsaglakkcpfslelSeIgp 
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seapkrgs ilskprag . gaga . . g|jppkr . naf . . . 
ggrde.gqrrtpqgigllaktplsIpvkrnnak. . . 

|APGPAPPAS PAAPAAPPVASDLGPjjpPVS LDPRVS IgS' 
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hskcnq4 ESSMGIKDR|RMGSSQRRTGPS . KQQLAPPTMPTS 
hskcnq5 SSQBjsFKERflRMASPRGQSIKS.RQ. . ASVGDR * 
hskcnq2 . SQ|||SLKDRp . FSS PRGVAAKG . KGS PQAQTVRR 

hskcnq3 SSQMgLLDr|rLSNPRGSNTKG . KLF 

hskcnql PGEKMLTVPHjjTCDP PEERRLDHFS VDGYDS SVRK 
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hskcnq4 TRFRASLHl KPRTSA]dA . PSEFJ 

hskcnq5 TRFRPSlHlKSSQPKPVIDA|tALGTDd| 
hskcnq2 SRARQAFHI KGAASR . QNS eBaSLPGEd|J 
hskcnq3 ERFRTAfJmkAYAFWQ . . S SgDAGTGD Pfl 
hskcnql . HF . . . MgTNSFAEDLDLEGHTLLT . . p| 
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HIVGRGPA.ITD. . 
IFTPGPP . STPKHgKSQ 
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hskcnq4 KGDKG PSD. 

hskcnq5 . . . KI TAEHET" 

hskcnq2 . . TKG PAEAEL] 

hs kcnq3 KGSAFTF PSQQS PRNEPYVARPSTSE I 
hskcnql RGSNTIGARLNRVEDKVTQLDQRLALI' 

hskcnq4 SRCLRSGT . . SA . SLGAVQVPLF jPDITSDYHSg 
hskcnq5 QQVLRKGSA. SALALASFQIPPfIceQTSDYQsH 
hskcnq2 MQ . . RMGIP . PTETEAYFGAK . . jPEPAPPYHsi 

hskcnq3 MQHMER LQVQVTBYYPTKGTSsi 

hskcnql QPCGSGGSVDPELFLPSNTLPTy| . QLTVPRRGj 

hskcnq4 D . , 

hskcnq5 SRGLQFI . . LTPNEFSAQTFYALSPTMHSQATQVPISQSDGSAVAATNTIANQINTAPKP 

hskcnq2 STGQKNF . . SAPPAAPP VQCPPSTSWQPQSHPRQGHGTSPVGDHGSLVRI PPPPAH 

hskcnq3 PEPPYSFHQVTIDKVSPYGFFAHDPVNLPRGGPSS . GKVQATPPSSATTYVERPTVLPIL 
hskcnql , 

hskcnq4 , , 

hskcnq5 AAPTTLQIPPPLPAIKHLPRPETLHPNPAGLQESISDVTTCLVASKENVQVAQSNLTKDR 

hskcnq2 ERSL-SAYGGGNRASME FLRQEDTPGCRPPEGTLRDSDTS I S I PSVDHE ELERS FSGFSIS 

hskcnq3 TLLDSRVSCHSQADLQG . PYSDRISPRQRRSITRDSDTPLSLMSVNHEELERSPSGFSIS 

hskcnql .„ 

hskcnq4 . _ 

hskcnq5 SMRKSFDMGGETLLSVCPMVPK DLGKSLSVQNLIRSTEELNIQLSGSESSGSRGSQ 

hskcnq2 QSKENLDALNSCYAAVAPCAKVRPYIAEGESDTDSDLCTPCGPPPRSATGEGPFGDVGWA 
hskcnq3 QDRDDYVFGPN. . - GGSSWMREKRYLAEGETDTDTDPFTPSGSMPLSSTGDGISDSVWTP 
hskcnql 
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Human RNA Master Blot 
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